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Summary Gene Diversification and Evolution of Protein Function

During the evolution of organisms, genes are generally considered to increase in

number by duplication. Such duplicated genes were diversified to have a variety of

functions. By the progress of technology of DNA sequencing, we are able to know

the evolutionary pathway of genes at the DNA level. However, the research for the

evolution at the protein level is attendant on some difficulty, because of complexity

of proteins structure and their interaction. The group of S. Yasumasu, Laboratory of

Developmental Biology, has been studying "molecular and functional evolution of

fish hatching enzyme". The members of Laboratory of Biological Chemistry proceed

to research "study on the function of astacin like protease of sturgeon" and

"molecular and functional evolution of snake venoms®. From functional and

evolutional aspects, we discuss our results that were obtained in each laboratory

and/or with some cooperative researches. The collaboration contributes to graduate

students learning the methods for molecular biotechnology, such as the protein

expression of E. coli expression system and the production of the transgenic animals.
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